S4 Fig. Physical maps of the mt genomes of C. austroafricana, C. cubensis, C. deuterocubensis and C. parasitica showing locations of all intronic and

intergenic ORFs. Intronic ORFs are depicted by yellow arrowed boxes on introns of genes where found and are labelled according to the gene and intron

position. Intergenic ORFs are also depicted by yellow arrowed boxes and are labelled with “IN” prefix.
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